The effects of serum apolipoprotein E genetic variants and concentration on serum lipid parameters in haemodialysis patients.
Many epidemiological studies demonstrate that the apolipoprotein E gene (ApoE) is an important candidate gene for playing key roles in the development of haemodialysis (HD). The purpose of this study is to evaluate the effects of ApoE genetic variants and concentration on serum lipid parameters in HD. A total of 288 HD patients and 292 healthy controls were enrolled in this case-control study. The genotypes of ApoE genetic variants were investigated through the created restriction site-polymerase chain reaction and DNA-sequencing methods. Our data indicated that the levels of triglyceride, total cholesterol, low-density lipoprotein cholesterol, high-density lipoprotein cholesterol, apolipoprotein A-I (ApoA-I), ApoB, ApoE, lipoprotein (a) (Lp(a)) of mutant genotypes in ApoE c.61G > A and c.761T > A genetic variants were different from those subjects with wild genotype in HD patients and healthy controls. These preliminary results from this study suggest that the ApoE genetic variants and concentration could affect the serum lipid parameters in HD and could be risk factors for evaluating HD.